shows cross-correlations between Ae. furcifer and Ae. taylori since 1990 are only significant up to one year lag. Figures S2-S5 show cross-correlations between DENV, YFV, CHIKV, and ZIKAV each with Ae. furcifer and Ae. taylori and with Ae. luteocephalus. We see little statistically significant cross-correlations.
). Hatched area in panels b, d, e indicate 95% confidence interval for correlation, assuming an underlying white noise process [1] . We see significant cross-correlation between YFV and CHIKV at 1 year and 8 year lags, and at 2 and -5 year lags for ZIKAV. Season Table reports the results of a Bayesian hierarchical over-dispersed Poisson regression of viral isolations with mosquito abundance as the offset, species of mosquito as a categorical variable, total rainfall, mean temperature, and relative humidity in the dry season (November-May), and isolations of the other three viruses. Data were mean-centered to aid interpretation. The model intercepts correspond to the expected MIR of DENV, YFV, CHIKV, and ZIKAV, in Ae. luteocephalus over a dry season with average amounts of rain, temperature, and relative humidity, and no concurrent isolation of other viruses. Statistically significant coefficients are denoted in bold face.
